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Hepatitis A
Hepatitis B — Hepatitis D
Hepatitis C
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Virus herpes 1,2,6y 8

Virus Dengue
Virus Epstein-Barr
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Citomegalovirus
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Virus Ebola
Adenovirus
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Actuales hepatitis por virus emergentes p feimc
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Rocahepevirus ratti Adenovirus 41F
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Adenovirus 41F y Adenovirus asociado

Hepatitis fulminantes infantiles
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Epidemiologia: Origen de la alerta casos en Escocia (12 de abril)
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IDENTIFICACION PRIMEROS CASOS

e

5 casos de hepatitis aguda grave (enero a marzo)
Casos esperados en Escocia para el afio 2022 solo 4
Tres nifios fueron derivados a Unidad de trasplante hepdtico
Manifestaciones clinicas y analiticas antes del ingreso:
* Vémitos en las semanas anteriores

. Ictericia
° ALT > 2.000 U/L
. Negativo a agentes frecuentes

~

IDENTIFICACION RETROSPECTIVA DE CASOS

13 casos concentrados en 3 semanas

Mediana de edad 3,9 afios (IQR: 3,6-4,6 afios)

Siete eran nifias

Todos caucdésicos.

Todos los casos vivian en el centro de Escocia (2 relacionados)
Ninguno fiebre

Sin con comorbilidades previas

)

Marsh et al Eurosurveillance April 2022

Number of confirmed cases

Mumberof canfirmed cases

Age of confirmed cases in vears

Hespital admisslon datg
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Epidemiologia: Situacion actual en Europa
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Source: EN: © EuroG
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Etiologia: Adenovirus 41F
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Microbiolgoical test type

UKHSA clinical diagnostic data for England (July 2022)

B All samples
(n=183 tested))

All
cases
I HAdV positive (68%)
[ HAdV negative (32%)
All samples
c (n=10 tested))
Transplant
cases

B HAGV positive (30%)
[ HAdV negative (10%)

ESGVH Frontiers Pharmacology 2022

HAdV positive samples
(n=52 that could be typed)

I 41F positive (92%)
[ 41F negative (8%)

HAdV positive samples
(n=9 that could be typed)

B 41F positive (67%)
[ 44F negative (33%)
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Etiologia: Adenovirus 41F como agente causal +SARSCoV2
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Etiologia: Adenovirus 41F + otros virus + susceptibilidad genética (HLA-DRB1%*04:01)
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Helper viruses

Genetic susceptibility

AAV (e.g. HLAClass I
alleles)

background

e.g. Adenovirus /

HHV6

Superantigen
contribution

Altered immune

Immunological
liver injury

T cell hyperactivation and proliferation
Macrophage activation
Production of inflammatory cytokines

A Non-transplant
cases (blood PCR)
n=11

AS-Hep-UA

Cases
B AAV-positive (91%)
[0 AAV-negative (9%)

—>!
C  Immunocompetent group D
(blood PCR)
n=100
Controls
B AAV-positive (6%)
I AAV-negaive (34%)

B Transplant
cases (liver PCR)
n=5
[ AAV-pasitive (100%)
Immunocompromised group E LiverPCR
(blood PCR) n=4
n=32
W AAV-positive (34%) W AAV-pasitive (25%)
[ AAV-negative (66%) [ AAV-negative (75%)

ESGVH Frontiers Pharmacology 2022
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Estudio UK: AAV2 y HV6
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%Evidencias como agente causal:

Trend of Indeterminate PALF
The 2022 outbreak

Estudio retrospectivo il’ f}mc

Trends in PALF and ID-PALF and their outcomes
20
18

i 10 cases of ID-PALF
s . in Jan to June 2022

All ID- Al ID- All 1D~ Al ID- All 1D-
PALF PALF PALF PALF PALF PALF PALF PALF PALF PALF

2017 2018 2019 2020 2021

®

oN s O

W Survival with native liver B Death without liver transplantation

@Survival with liver transplantation @ Death after liver transplantation

Toul Jan to June 2022
2017-2021 — ID-PALF was 26% of all PALF ID-PALF was 58.8% of all PALF
2017-2019 2020-2021 Jan to June 2022
Adenoviraemia in ID-PALF —
Not a new or rare disease
Adenoviraemia in No Adenoviraemia Adenoviraemia in
6/13 (46%) of ID-PALF in ID-PALF 10/10 (100%) of ID-PALF

Trends in the community of
adenovirus infection from
any site (1-4 years of age)

200 to 300 cases per week <50 cases per week 200 to 300 cases per week

Comparison of cases of ID-
PALF with adenoviraemia

Cases in 2017-2019 (n=6) Vs Cases in 2022 (n=10)

More frequent hepatic encephalopathy, hypotension requiring vasoactive medications and higher plasma
ammonia levels (admission and peak). with similar native liver survival in 2022 AD

ing Possible
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Consideraciones personales

Distribucién ~ Mundial con  mayor
incidencia en UK

]
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Agente  causal herpes 6 y
Adenovirus 41  potenciado por
replicacion AAV2

A\ 4

Unico pais con vigilancia real + factores
genéticos

~

J

éConsecuencia pandemia CoVID-192

~

\ 4

-

No determinado en ningun hospital del SNS.
Sin necesidad de HAdv — igual que otros
virus (HDV)

.

~

J

A\ 4

2Cudl es el papel en el adulto?
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Rocahepevirus ratti

El primo del virus de la Hepatitis E
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RHEV: Taxonomia ip elmc
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RHEV: Distribucién en el hospedador P eimac
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A1 B Orthohepevirus C in rodent P
& - [ Orthohepevirus C in other >
Genotype C1 Genotype C2 Genotype C3

—
Mus musculus Rattus rattus Bandicota indica Eothenomys chinensis Microtus arvalis Suncus murinus Mostela sororivs Maxomys surifer
Apodemus chevrieri Rattus norvegicus u putoriu

Rattus ratoides
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RHEV: Primer caso P almc
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Rat Hepatitis E Virus as Cause
of Persistent Hepatitis after
Liver Transplant

o1 r Wild boar HEV genotype 5 (AB573435) 7]
83(“— Wild boar HEV genotype 6 (AB602441)
~ Human HEV genotype 4 (AJ272108)

— Camel HEV genotype 8 (KX387867)

\ / — Camel HEV genotype 7 (KJ496144) Species A
100llr Human HEV genotype 1 (NC_001434)
o 99
(] — Human HEV genotype 2 (M74506)
3 16 —a—HeViond 300
- & <venes Tacrolimus level - Swine HEV genotype 3 (EU723512)
g 14 3 o ALT 250 97
= - 971 Rabbit HEV genotype 3 (FJ906895) ]
o 10k 200 > — Ferret HEV (JN998606) 7]
B =
+— : o 10q Rat HEV Vietnam-105 (JX120573)
= 8 7 150 = 100
- ¥ N = Patient HEV LCK-3110 (MGB813927) 4= | Species C
o 6 W'
o —— 100 100/ Rat HEV SRN-02 (MGE13920)*
< 4 L W 100
pd o 50 Rat HEV LA-B350 (KM516906) a
o 2
© Bat HEV (JQ001749) Species D
S
S 0":"}?';‘:: e e Bl B R R R R R T T e A T i 0 Avian HEV (AY535004) Species B

2017 201 ——
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RHEV: Primer caso inmunocompetente

4 I ’ I N\ JX120573 rat/Vietnam |
B 1G813927 human/Hong Kong

ey e . . ABB47307 rat/indonesia
Rat Hepatltls E Vlrus Llnked 1oi LC145325 rat/indonesia Genotype3

to Severe Acute Hepatitis in an L£225388 rat/Indonesia
LC225389 rat/indonesia

Immunocompetent Patient 104 MG§00417 rat/Vietnam
AB847306 rat/Indonesia

\ / AB847309 rat/Indonesia
10 ABB47308 rat/Indonesia
KM516306 rat/USA
JN16TE3T rat/Germany
JN16TE38 rat/Germany
GU345042 rat/Germany
GU345043 rat/Germany
® H17.1683 human/Uganda/DRC
104 AB890001 ferret/Japan | HEv-C2
————HEV-C3 MG020022 mouse/China | HEV-C3
HEW-C4 MG020024 /China | HEV-C4
97— HEV-1 M73218 human/Burma/USA
HEV-2 M74506 human/Mexico
HEW-3 AF082843 swine/USA
HEV-T KJ496143 camel/United Arab Emirates
HEV-4 AB197673 human/China
HEV-5 AB573435 wild boar/Japan
HEV-6 AB602441 wild boar/Japan

HEV-Avian AY&35004 chicken/USAD Orthohepevirus B
HEV-bat JQ001749 bat/Germany 7 OrthohepevirusD

HEV-C1

]- Genotype2

o srnmadagogiio

Genotypel

104

104

10

o smanadagoyug
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/ RHEV: La experiencia de Espaia l'? ;E‘Imﬂ

Retrospective screening Prospective screening

Transmission of Rat Hepatltls E Virus Hepatitis E virus species C infection in humans, Hong Kong

Infection to Humans in Hong Kong:

A Clinical and Epidemiological Analysis Sridhar ef af Clin Infect Dis 2022

Sridhar et al Hepatology 2021
Set A samples
(N=2,201)
Hm HEV-A genotype 1 (3, 5.7%)
: ‘ | Em HEV-A genotype 3 (9, 16.9%)
HEV IgM positive HEV IgM negative = HEV-A genotype 4 (31 : 58.5%)
(N=169) (N=2,032) ¥ , 3.8%)
] HEV-C1 (8, 15.1%)
HEV-A GRT-PCR positive [l HEV-C1 qRT-PCR positive [ HEV-# & C1GRT-PCR 1 | yy.a gRT-PCR positive

(n=82) (n=5) (:9: a2) (n=0)

HEV-A genotype 1 |HHEV-C1 qRT-PCR posiiive]
| (n=5) (n=1)
| | HEV-Agenotype 3 L HEV'A,?Q;:;(SS T-PeR Total=53

(n=9) (n=2,031)
|| HEV-Agenotype 4
(n=68)

D
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RHEV: La experiencia de Espaiia

Retrospective screening

Orthohepevirus C infection as an emerging cause of
acute hepatitis in Spain: First report in Europe

Rivero-Juarez et al J Hepatology 2022

Orthohepevirus C RNA testing
(NCT05062967)

Cohort 1

Acute hepatitis of unknown aethiology
9

Cohort 2
Acute Hepatitis E
N=98

\gM/RNA+ ] [ \gM+/RNA ] { IgM+/RNA+ ]

2 cases 1case
sy 0 cases 0 cases
(95% CI: 0.2-3.8) 1‘75%0 006 13.1)
Patient 2 Patient 3
(Genbank OK02153) (Genbank OK082154) by s

ir ;e'lmc

Prospective screening

Corona-Mata et al ECCMID 2023

N = 604
\
A 4 h 4
N - N
HEV RNA RHEV
/ AN v
. ~ - * ~
N =41 N=2
A v

D
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RHEV: The Spanish experience (retrospective) P eimac

Orthohepevirus C RNA testing

(NCT05062967)
|
v v
Cohort 1 Cohort 2
Acute hepatitis of unknown aethiology Acute Hepatitis E
N =169 N =98
- v & g v y v
IgM-/ RNA + IgM +/ RNA - IgM +/ RNA +
N=13 N =40 N =45

S 2 X 9,

| I I I
a3 ~ s B\

2 cases 1 case
1.18% 0 cases 2.5% 0O cases
(95% Cl: 0.2-3.8) L ) o (95% ek 0.06-13.1)
|
g ! |
= ax
Patient 2 Patient 3 Patient 1
(Genbank OK082153) (Genbank OK082154 ) (Genbank OK082152)
\ .
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RHEV: Estudios retrospectivos en Europa

Rat Hepatitis E Virus: Presence in

Humans in South-Western France?

ALTN | - | ALT>N

n=82 | || ==

Ln=142

n=12 |(n=31)(n=39 n=6 )(n=61)( n=3 |(n=72
lgG+ || lgG+ || IgG- lgG+ || 1gGt || IgG- IgG-
lgM+ ]| IgM- || lIgM- lgM+ | IgM- ) lgM+ || lgM-

Parraud et al Frontiers Microb 2021

1
R Sime

No Evidence for Orthohepevirus C in Archived Human

Samples in Germany, 2000-2020

13,119
samples referred to
Germany's NRC for HEV

1,510
( samples with both HEV-PCR and IgM results available )

316
IgM{+) & HEV-A PCR(-)

200
( samples randomly selected and subjected to retesting )

RT-PCR
broadly reactive for Orthohepevirus A and C

RT-gPCR
Orthohepevirus € genctype 1 specific

Faber et al Viruses 2022
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/RHEV: primer caso de infeccién crénica en Europa il’ almc

I Entecavir started Kidney and liver transplant

600 l l " 6

500 5

400 4

300

Metagenomic diagnosis of HEV-C
Ascites after return
from India

[#%]
(jw/n | Boy) peoj [eaip

200

Aminotransferase/ALP level (1U/ml)

100

A —

NN I I T T TN N - BN - TN
N "LQ\ 'IS;\ ’IS;\ 'IS;\ ‘_}9\ "LQ\ "LQ)\ ’IS’\ q,\ '1,\ N
RS R - M R R R R R - RN R M R R A -

N2
—— ALT (IUfml) AST (IUiml) —— ALP (IWml) HBV viral load (U/ml) * Anti-HEV IgM-positive

) GILEAD
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RHEV: Epidemiologia en Cérdoba

EC T

A%

+ Wastewater = 1 of 43

« Patients = 4 of 107

* Wastewater = 42 of 43

« Patients = 0 of 107

* Wastewater = 0 of 52

« Patients = 13 of 162

+ Wastewater = 48 of 50

« Patients = 2 of 162

+ Wastewater = 0 of 11

« Patients = 5 of 35

+ Wastewater = 10 of 11

+ Patients = 0 of 35

Casares-Jimenez et al Undereview

4 -nmnrml-n.-

R e

» Wastewater = 1 of 106 (0.9%)
« Patients = 22 of 304 (7.2%)

* Rodents = 0 of 20

« Wastewater = 100 of 106 (94.3%)
* Patients = 2 of 304 (0.7%)

* Rodents = 11 of 20 (55%)

¢) GILEAD
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RHEV: Mortalidad en Hong-Kong

P

o
adb

-

Patient 1*
Index Case l Patient 2 l l Patient 3 " Patient 4 ll Patient 5 W l
56 71 67 81 74

Patient 6 l Patient 7 I Patient 8 l
67 43

Age 73

Sex M F M M M M M M

Chronic medical conditions/organ  Liver fransplant Rheumatoid arthritis Kidney transplant  Prostate cancer Kidney transplant  Hypertension, Metastatic cancer HIV infection

fransplants (2017) (1999) (2003) diabetes mellitus

Hepatitis B carrier/treatment Yes/Entecavir No No No Yes/Tenofovir No No No

Immunosuppressive medication Prednisolone Methotrexate Prednisolone None Prednisolone None None None
Mycophenolate Sulfasalazine Cyclosporin A Mycophenolate
Tacrolimus Sirolimus Everolimus

Exposure to rodents or rodent Yes No No No No No No No

feces

Travel outside Hong Kong No No Yes (Japan) No No No No No

Infection type Persistent Acute Persistent Acute Persistent Acute Subclinical Persistent

Reason for presentation Abnormal LFTs Malaise Abnormal LFTs Malaise Abnormal LFTs Abnormal LFTs N/A Abnormal LFTs

Hepatitis onset time July 2017 April 2017 May 2018 April 2019 May 2018 June 2019 N/A May 2019

HEV-IgM/IgG" +/+ ++ —/+ ++ ++ ++ -+ +/-

Peak ALT (U/L) 279 498 141 410 133 498 20 685

Peak bilirubin (Bmol/L) 21 10 12 14 1 <3 6 14

Peak prothrombin time (s) 13.8 12.7 10.9 12.6 20.4 N/A 9:9 11.6

Liver imaging findings Normal Parenchymal disease Fatty liver Normal Fatty liver N/A Normal NA

Received ribavirin Yes No Yes No No No No No

Mortality No No No No Yes No No No
D Immunosupressed D Partially immunosupressed Immunocompetent

Sridhar et al Hepatology 2021

elmc
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RHEV: Mortalidad en Europa

]
R Sime

Variable

[ Patient1 @ |

Cohort of origin

Age (years)

Sex

Year of the sample

Region

Location

Significant underlying disorder
Concomitant medication

Exposure to domestic animals
Exposure to wild animals
Exposure to rodents
Consumption of raw or undercooked meat
Travel outside Spain

Blood transfusion

Other risk practice for HEV
IgG anti-HEV antibodies

IgM anti-HEV antibodies

Peak ALT (U/L)

Peak AST (U/L)

Peak GGT (U/L)

Peak bilirubin (mg/dl)
Hospital admission

Intensive care unit admission
Infection outcome

Cohort 2

62

Male

2020

Southern Spain
Cérdoba

Metastatic oral cancer
Amoxicillin and clavulanic acid*
dexamethasone'

No

No

No

Yes

No

No

No

Positive

Positive

400

340

630

8.4

Yes

Yes

Death by liver and renal failure

Patient 2

Cohort 1

30

Male

2018

Southern Spain
Seville

No

No

No

No

No

Yes

No

No
Cleaning staff
Negative
Negative
554

549

72

0.7

No

No
Self-limited

Patient 3

Cohort 1

54

Male

2019

Northern Spain
Vitoria

No
Atorvastatine*

No

No

No

No

No

No
Unknown
Positive
Negative
173

137

536

1.09

No

No
Self-limited

D Immunosupressed

D Partially immunosupressed

Rivero-Juarez et al J Hepatology 2022

Immunocompetent

) GILEAD
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/RHEV: Reaccién cruzada VHE serologia il’ ;E}mﬂ

HEV-C1 sera
. . . . .l e . . . . v L itivity (0%
Multimodal investigation of rat hepatitis E virus antigenicity: & :nfizr;' g;gag/s )
Implications for infection, diagnostics, and vaccine efficacy v Lowaensiiviy 0 —4108)

of IgM assays
v’ Variable sensitivity (10 — 70%)
of IgG assays

Table 2. Positive detection rate (sensitivity) of commercial HEV-IgG and IgM assays.

Positive detection rate (%)

Assay Panels A + B (HEV-A; n = 39) Panel C (HEV-C1; n = 10) p value”
Wantai [gM 36/39 (92.3) 4/10 (40) <0.005
Bei'er I[gM 35/39 (89.7) 3/10 (30) <0.005
Novus IgM 35/39 (89.7) 2/10 (20) <0.005
Wantai [gG 34/39 (87.2) 7/10 (70) 0.333
Bei'er [gG 25/39 (64.1) 1/10 (10) 0.003
Novus IgG 28/39 (72) 1/10 (10) <0.005

HEV, hepatitis E virus; HEV-A, HEV species A; HEV-C1, HEV species C.
*Inter-column p values calculated by Fisher's exact test; intra-column p values (presented in text) calculated by McNemar's test.

Points to be assesed:
False positive for HEV — cross-reaction
Lack of commercial IgG or IgM assays

\ () GILEAD
\ Creating Possible
Sridhar et al J Hepatology 2021




RHEV: Necesidad de confirmar IgG

170 kDa
130 kDa
95 kDa

72kDza
55 kDa
42 kDa

3 kDa

26 kDa

17kDa

\

FRIEDRICH-LOEFFLER-INSTITUT

>
w
T
®
3

FLI

Bundesforschungsinstitut fir Tiergesundheit
Federal Research Institute for Animal Health

GT3 HEV
1-39/213

¥
7

IMIBIC GC26 Interim data

1
Gr flmc

\

Serological and molecular survey of hepatitis E virus in cats and
dogsin Spain

Caballero-Gomez et al Trans Emerg Dis 2022a

%
\
Hepatitis E virus in the endangered Iberian lynx (Lynx pardinus)

Caballero-Gomez et al Trans Emerg Dis 2022b

)

N

Monitoring of hepatitis £ virus in zoo animals from Spain, 2007-
2021

Caballero-Gomez et al Trans Emerg Dis 2022¢

(/
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RHEV: Tasa de positividad en VIH (CoRIS)

P eimc

o
adb
TR e

IgG-
N =702

N =845
HEV ELISA
1gG- i IgG+
N =744 N =101
ey e LY SV Mo rr o - g 1 l
1 year of follow-up 3 RHEV IgG+
1
----------------- . N=7
A
HEV ELISA
IgG+
N =42
Y
RHEV IgG+
N =

Rivero-Juarez et al Undereview

of GILEAD

Creating Possible



/RHEV: EIA especifico

1
R Sime

Hepatitis E virus Parallel IgG enzymatic HEV-C1 seroprevalence
HEV virus like P
(HEV) variants particles immunoassay (EIA) study
.0'. .0. 000 ‘ L]
Ll ° . »
° ° ) @00®0C ®0000¢
[ e | > >4 (IE=y Q¢
. P " | 000000000006
(4 @C O
.°.. ..’ ¢ a 599 transplant recipients
(T X X X X J
. . HEV-A4 p239
Paslahepevirus balayani HEV-A4 p239 EIA N7 7/599 (1.2%) carry
(HEV-A) HEV-C1 antibodies

sgsssssssss .
599 immunocompetent
HEV-C1 p241 individuals
Rocahepevirus ratti HEV-C1 p241 EIA Y .
(rat hepatitis E;HEV- \( 4/599 (0-7/‘{) saLLy
C1) Differentiation of HEV-A & HEV-C1 antibodies
HEV-C1 antibodies in blood [
¢) GILEAD
Situ et al JHEP Rep
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/‘HEV: Molecular diagnosis *F flmﬂ

adb

In-house Commercial

ealtonae

Reference PCR 107 v i
Johne et al J Gen Virol 2010 Nested
=
Lack et al Emerging 2013 Nested % £ 107
=)
Li et al J Gen Virol 2011 Nested m e
T3 10
Li et al J Gen Virol 2015 qPCR =
Shielke et al Virol J 2009 Nested
Drexler et al J Virol 2012 Nested 10°
i R A N
Shirsta et al Hepatology 2020 qPCR 0 Oy C} ¢ o 6\ o @‘b
{
Whole genome sequence plasmid DNA

Behrendt et al Liv Inter 2021

Points to be assesed:

Need and spceific approach J GILEAD
\ Lack of comercial assays Creating Passible




RHEV: Tratamiento

AE

o
adb

Characteristic

HEV-C1 Group (h = 9)

HEV-A Group (n = 12)

Sex, male
Mean age, y
Immunosuppressive condition
Liver transplant
Kidney transplant
Heart transplant
Lung transplant
HSCT
Hematological malignancy
Advanced HIV
Rheumatic disorder
Hepatitis E outcomes
Spontaneous resolution
Early ribavirin with SVR®
Persistent infection

7(77.8)
59.8

2(22.2)
3(33.3)
0(0.0)
0(0.0)
1(11.1)
1(11.1)
1(11.1)
1(11.1)

1/9 (11.1)
19 (11.1)
7/9 (77.8)

9 (75)
52.8

1(8.3)
6 (50.0)
1(8.3)
1(83)
1(8.3)
2(16.7)
0(0.0)
0(0.0)

0/12 (0.0)
2/12 (16.7)
10/12 (75.0)

Outcomes of persistent hepatitis E

Death before treatment

Resolved with reduced immunosuppression

SVR on ribavirin

Ribavirin nonresponder
Responsive, but not attained SVR at time of study

2/7 (28.6)
0/7 (0.0)
4/7 (67.1)
0/7 (0.0)
1/7 (14.3)

2/10 (20.0)
1/10 (10.0)
4/10 (40.0)
2/10 (20.0)
1/10 (10.0)

Patient

P1®

pase

Pg®

P12

P15¢

P16?

Reason for starting RBV

RBV dosage® 800 mg daily
RBV duration 32 weeks
Response SVR
Side effects None

Persistent hepatitis E

Persistent hepatitis E
1st course
200 mg daily —
400/200 mg alt day
— 400 mg daily
2nd course: 600 mg/day
1st course: 24 weeks
2nd course: 14 weeks
SVR after second course
Anemia

Persistent hepatitis E
800 mg daily

15 weeks

SVR
None

Persistent hepatitis E
600 mg daily — 400 mg
daily

20 weeks

SVR
Anemia

Persistent hepatitis E
800 mg daily

32 weeks

Pending SVR
None

Acute hepatitis E; Imminent transplantation

800 mg daily

10 weeks

SVR
Anemia

Sridhar et al Clin Infect Dis 2021

ﬁmﬂ
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%HEV: Vacuna il‘l ;E}mﬂ

Antibodies Protection and nevutralization

HEV-C1 \

HEY'A 1 Expression of Vaccination and challenge
@ <—> @> immunogenic experiments in rats
3 '5‘00/ e i e HEV-A & HEV-C1 “,
< amino acid identity at : 5 <( >
immunodominant E2s retéion peptides HEV-A vaccinated rats £y~
k A % _‘ :6,» . A w  — & Partially protected
A vAg AYA
;:,vi ‘,.'( Hgg/éry Mock vaccinated rats
»9 é& z A QQ} — & Not protected
Most anti-HEV-A monoclonal vAs
antibodies bind poorly to HEV-C1 <)V‘> - HEV-C1 vaccinated rats
HEV-C1
* HEV species A (HEV-A) p241 A QQ? - Fully protected
HEV-C1
* HEV species C ‘rat hepatitis E’ (HEV-C1) VIS crlallenge
Vay
Monoclonal antibodies 4»,:

\_
N\

/

/
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Consideraciones personales ip f}m{:

4 ) 4 )

¢ Especie presente en todo el mundo
* Presencia en Espaiia

\ 4

2Cémo se transmite?

J
)

-
.

~
)

* Causa emergente de hepatitis

aguda _ Necesidad de implementacién del
* Necesidad de cribado - diagnéstico molecular en el SNS- 3Con qué?
especifico

J
~
J

¢ Evaluar la dimensién

Gehep tiene mucho que decir en los

\ 4

¢ Sindromes asociados préximos afios

) o )
) GILEAD
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